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Schematics, Tutorials & Tissue Summaries
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The GenitoUrinary Development Molecular Anatomy Project (GUDMAP) is an open GUDMAP holds an extensive archive of high-quality schematics diagrams that illustrate
access online resource developed by a consortium of researchers which provides gene different views of the developing mouse GU system
expression data, transgenic mice and tools to facilitate research and teaching. Initially

GUDMAP focused on the murine urogenital system but more recently it has been
extended to include: These help supplement tutorials describing GU organogenesis (Matt Kaufman) and

enrich the GUDMAP Tissue Summary pages.

About GUDMAP

www.gudmap.org/Schematics/index.php

- Nociceptive GUDMAP (nGUDMAP) focuses on nociceptors and cell types
associated with pain processing for the murine lower urinary tract and pelvic region.
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