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The GenitoUrinary Development Molecular Anatomy Project (GUDMAP) is a consortium of laboratories o | The website provides tutorials describing GU organogenesis The project has generated a resource of e
working to provide the scientific and medical community with gene expression data, transgenic mice and tools to Over 9,000 in-situ ) (Matt Kaufman) novel transgenic mouse strains carrying
facilitate research. entries 3000 aenes. | | - genetic markers, with charaterisation,
The data provided by GUDMAP include large-scale in-situ hybridisation screens and microarray gene SHEESS 0T 2/ IR o These are supplemented with schematics diagrams that serve to verification and the new strategy for
expression data of microdissected, laser-captured and FACS-sorted components of the developing mouse 2893 unique genes o llustrate the developing components of the mouse GU system over production of reproter strains available at:
genitourinary (GU) system. These expression data are annotated using a high-resolution ontology specific g”;(%sid Zécﬁgﬁ'??ﬁ””t o different stages (Kylie Georgas) o o www.gudmap.org/Resources/
to the developing murine GU system. GUDMAP data are freely accessible via easy-to-use interfaces. This 4 | - -~ MouseStrains/index.html
curated, high-resolution dataset serves as a powerful resource for biologists, clinicians and bioinformaticians 395 microarray samples Metanephros  LUT  Earl Sen.  Maie Rep.  Female Rep. | | o
interested in the developing urogenital system. Breakdown of in-situ entries and gene coverage by Strains were chosen on the basis of in situ
anatomical focus group. expression results, to facilitate detailed

expression ana Iysis and functional studies. Example of GUDMAP strain characterisation. RFP signal is detected in the urothelium of
the bladder, as well as the gonads of Upk1bRFP/+ samples.
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