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About GUDMAP 3D Atlas and Deep Sequencing of Developing Novel Mouse Strains for Visualising, Isolating & Genetically Modifying the Schematics, Tutorials & Tissue Summaries
The GenitoUrinary Development Molecular Anatomy Project (GUDMAP) is a consortium of laboratories Penis and Urethra (Cohn) GU System (McMahon) GUDMAP holds an extensive archive of high-quality schematics diagrams that illustrate
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Integrative Analysis of GUDMAP Data
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