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The GenitoUrinary Development Molecular Anatomy Project (GUDMAP) is an open access online resource GUDMAP holds an extensive archive of high-quality schematics diagrams that illustrate
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Goals:

Bottom left: TRPV1-Tomato labels
vascular smooth muscle in a third-
order arteriole (25-40 um ).

- To mark key cell populations in order to isolate, trace and modulate gene activity through
drug inducible CRE recombinase.

- Encourage nominations of candidate loci from scientific community.

- Mice made available through the MMRRC (Jackson Labs).

- Nominate strains: www.gudmap.org/MS_GeneNoms.html

Part |: Use BAC mediated mouse | Part Il: Obtain ES Cell clones through
transgenesis to drive eGFP and KOMP(NIH) and EUCOMM Consortia,
RFPT::Cre::ERT2 fusion proteins create new alleles by dual Recombinase :
in specific cell types in the GU Mediated Cassette Exchange (dRCME) ’
system to drive eGFP and CRE::ERT2 proteins.

Bottom right: TRPV1-Tomato labels
vascular smooth muscle in a second-
order arteriole (50-65 um).
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