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Introduction

The GenitoUrinary Development Molecular Anatomy Project (GUDMAP) is a consortium of laboratories working to provide the
scientific and medical community with gene expression data and tools to facilitate research (www.gudmap.org).

GUDMAP Gene Expression Data Disease Resource

The data provided by GUDMAP include large in situ screens and expression | A searchable database of associations between genes,
microarray analysis of components of the developing mouse urogenital OMIM diseases (with GU component) and mammalian renal/

system. urinary & reproductive phenotypes.
The Gene Strip interface allows users to access these datasets easily.
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GUDMAP Tutorial Using The Database
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