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About GUDMAP

The GenitoUrinary Development Molecular Anatomy Project (GUDMAP) is a consortium of laboratories working to provide the scientific
and medical community with gene expression data, transgenic mice and tools to facilitate research.

The database contains over 10,600 in-situ entries covering in excess of 3600 genes, 2892 unique
genes analysed by wholemount & 1419 by section ISH. It also contains 421 microarray samples. WWW.gUqup.Org

GUDMAP data are freely accessible via easy-to-use interfaces.
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& Genelists

interpret and compare expression patterns.

Published genelists from Microarray Analysis. Click on the number of probes to go to heatmap view

Analysed genelists associated m—— — -,

I icle enriched genes Genes enriched in the renal vesicle as described in Gerogas et al. (2009) 43 probesets |35 Kylie Georgas
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W I I S S u e Putative distal renal vesicle genes Putative distal renal vesicle genes as described in Gerogas et al. (2009) 47 probesets |42 Kylie Georgas Georgas et al. (2009)
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New data types: OPT, RNA-SEQ

Online submissions interface

Improved search capabilities (SOLR index)

Neuronal data including mapping neural connectivity
Ontology expansion
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