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Schematics, Tutorials & Tissue Summaries
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The GenitoUrinary Development Molecular Anatomy Project (GUDMAP) is an open GUDMAP holds an extensive archive of high-quality schematics diagrams that illustrate
access online resource developed by a consortium of researchers working to provide the different views of the developing mouse GU system

scientific and medical community with gene expression data, transgenic mice and tools to
facilitate research and teaching. Initially GUDMAP focused on the murine urogenital

About GUDMAP

www.gudmap.org/Schematics/index.php

system. Recently, GUDMAP has extended its efforts to include two new elements: These tutorials supplement prior descriptions of GU organogenesis (Matt Kaufman)
- Nociceptive GUDMAP (nGUDMAP) focuses on nociceptors and cell types and enrich the GUDMAP Tissue Summary pages.
associated with pain processing for the murine lower urinary tract and pelvic region. ~ Ts23/E5
- Human GUDMAP (hGUDMAP) extends the gene expression database to include mupbl upbl
data sets that annotate human bladder, urethra and kidney. oo Jempbl T o
GUDMAP data includes: Large-scale in-situ hybridisation screens, 3D OPT data, ”Ph'@ UF_I:EL oo i
microarray gene expression data and sequencing data of the developing mouse odilp
genitourinary (GU) system. Expression data are annotated using a high-resolution CUGS
ontology specific to the developing GU system.
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